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<15 0> 
<151> 



<110> APPLICANT: Keith G . Weinstock et al. 
<120> TITLE OF INVENTION: NUCLEIC ACTD AND 

CLOACAE FOR DIAGNOSTICS AND THERAPEUT 
<130> FILE REFERENCE: 107196.135 
<14 0> CURRENT APPLICATION NUMBER: US 09/252 
<141> CURRENT FILING DATE: 1999-02-18 
<150> PRIOR APPLICATION NUMBER: US 60/094,1 
<151> PRIOR FILING DATE: 1998-07-24 

PRIOR APPLICATION NUMBER: US 60/074,7 
PRIOR FILING DATE: 1990-02-18 
<160> NUMBER OF SEQ ID NOS : 11326 
<21()> SEQ ID NO: 1 
<211> LENGTH: 4 32 
<212> TYPE: DNA 

<213> ORGANISM: Enterobacter cloacae 
<4 0 0> SEQUENCE: :! 

tgttgtcgco gtctttctgg atcggcgtcg cctcggtggt 
Lctggctgct gtcgcgcctg ttcgccLtcg ttttgtttgg 
tgcr.cccctg ctccttccgg ttgcgctttt: tccUjtcggt; 
gcgtccLgct ttatattagt cgtggcgctg ttgttctgcc 
gttcttctct ttggttccgt gtgcctcgcc tggttcctgg 
ctgtggatgg atcagggggt ggtgtcgtgg cttcgtcacg 
cataaaaacc cggtgacgct ggtgatcacg gggcttatcc 
gtgatgctgc tg 
<210> SEQ ID NO: 2 
<211> LENGTH : 231 
<212> TYPE: DNA 
<213> ORGANISM 
<2 2 0> FEATURE: 
<221> NAME/KEY: unsure / 
<222> LOCATION: (217) 
<220> FEATURE: 
<221> NAME/KEY :■ unsure / 
<22 2> LOCATION 
<400> SEQUENCE 



AMINO ACID SEQUENCES RELATING 
ICS 

,691C 

4 5 

87 



ctttgtgtct 
g ttctcctcc 
t.ttgcttttc 
tgcgtttcgt 
tcttcgcttt 
tcttgctggc 
tccgtgccat 



ctgctggtgt 
tggggcgtict 
cgctcctgcc 
cgtctttccg 
ccttgtggcg 
gccgggaagc 
tgtctggtca 



Enterobacter cloacae 



unsure 
(218) 
2 

agcaggacgc ggcaggagcg gaaaagcaaa accgacagga 
caggggagca agacgcccca ggaggagaac ccaaacaaaa 
agcagccaga acaccagcag agacacaaag accaccgagg 
ggcgacaaca tcagcacgaa gaagacgaac cgggacnnaa 
<210> SEQ ID NO: 3 
<211> LENGTH: 49 0 
<212> TYPE: DNA 

<213> ORGANISM: Enterobacter cloacae 
<4 00> SEQUENCE: 3 

ccccaaccag agcgaggccc tcggcggcac aatcgccaga 
cggtcaggag gagaagaaag tcggcacgcg caggatcgag 
caccggggcg gaggagaagg cgaaaggcca gaacctcgcg 



aaaagcgcaa ccggaaggag 
cgaaggcgaa caggcgcgac 
cgacgccgat ccagaaagac 
atcgtactta a 



gggatggtca atacccagac 
cggaagaagc cccccgtcgt 
ccgaaagcgg agaagagcga 



$3? 



TO ENTEROBACTER 



60 
120 
.18 0 
240 
300 
360 
4 20 
432 



60 
120 
180 
231 



60 

120 

180 



r 
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Output Set: N:\CRF3\11282000\l252691C.raw 

67 atccggctca ccgaaagaaa gcaggaaggc ggagaaaacg gagcagagca tcggcgagga 24 0 

68 ggcggtcaaa acgcgcggca agatccagcg gcagcagatc caggacgggc agaaagcggc 300 

69 cagtcaggtg aacgcgcagc aggcgaacga" gatcggcctc ggcaaaccgg aagatttcac 360 

70 acagattcat caggccgcca ggatcggcaa gccgcacata acctcgccca cctttaacgt 420 

71 tcaggcgatg atgctcatcg cccctggtct tcacctggcg actggacgga tacgcgcata 4 80 
7 2 tgttagttta 49 0 
7 4 <210> SEQ ID NO: 4 

7 5 <211> LENGTH: 267 

76 <212> TYPE: DNA 

77 <213> ORGANISM: Enterobacter cloacae 
79 <400> SEQUENCE: 4 

<8 0 agcagtgggt gecggcagga aaatcgccta tctgtgggca acagcattgg tcaggatcyt 60 
81 cgtttcctgt ttaagtacat gccggagctg gagtcctact tccactaccg ctatctggat 120 

8 2 gtgagcaccc tgaaagagct ggcccgccgc tggaaaccgg aaattttcga cggctteaca 1H0 

83 aagcagggga cgcaccaggc gaLggatgac atccgtgagt ctyttgcgga gctggcgtac 24 0 

84 tatcgcgaaa actttattaa gctctga 267 

86 <210> SEQ ID NO: 5 

87 <211> LENGTH: 393 

88 <212> TYPE: DNA 

8 9 <213> ORGANISM: Enterobacter cloacae 
91 <4 00> SEQUENCE: 5 

9 2 cctgctactg ccggttatgc gagaagggtg gaaaataaca tgagcgcgga cgaaaacaac 60 

93 ctgatttgga tcgatctgga gatgaccggc cttgatcccg agcgcgatcg cattattgag 120 

94 atcgccacac tggtcaccga tgccaacctc aatattctgg cggaaggccc aacgattgcc 180 

95 gtgcaccagt ccgatgacca gcttgcgctg atggatgagt ggaacgtgcg tacccatacc 24 0 
9 6 ggcagcgggc tggtggaacg cgtgaaggcc agcaccctgg gcgaccgcga agcggagctg 30 0 

9 7 gcgacgcttg aatttctgaa gcagtgggtg ccggcaggaa aatcgcctat; ctgtgggcaa 360 
98 cagcattggt caggatcgtc gtttcctgtt taa 393 

100 <210> SEQ ID NO: 6 

101 <211> LENGTH: 675 

10 2 <212> TYPE: DNA 

.103 <213> ORGANISM: Enterobacter cloacae 
10 5 <4 00> SEQUENCE: 6 

106 cccotcccgc tgtcctggca gtcggtggtg aagacatccg ccaccttctt caccaacatc 60 

107 accctgggca agctgt:cgct gctgtttctt gcgctggggg tcgcgtatgc cgcoatcagg 120 

108 cgtaccctgc tcattgtcta ccctcccatt ctgagcgatg ggctgtttaa tttcgtggtg 180 

109 atgcagaccc tgttctacat tcccttcttc ctgattgggg cgctggcatt tattcatccc 24 0 

110 cggcttaaag cgctgtttac caccccctcc occtggtgtg cggtgggtgc tgcgctggcc 300 

111 tttgccgcct atcttctcaa tcagcgctat ggcagcgggg acgcgtggat gtatgaaaca 3 60 

112 gagagcgtta taacgatgct gatgggcctg tggatggtga acgtggtgtt cgcccttggc *420 

113 catcgtctgc tgaattttaa atccagtcgc gtcacctatt tcgttaatgc ttcgctgttt 480 

114 atctacctgg ttcaccatcc gctgacgctg tttttcgggg cgtacattac gccgcatatc 54 0 

115 gcctcgaatg cgctgggctt cttcaccggc ctggtctttg tggttggcat tgccatcgtg 600 
"116 ttgtatgaaa tccacctgcg gatcccgctt ttgcgtttcc tgttctcagg caaacctcag 660 
117 gttaaagcgg gataa 675 

119 <210> SEQ ID NO: 7 

120 <211> LENGTH: 647 

121 <212> TYPE: DNA 

122 <213> ORGANISM: Enterobacter cloacae 
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124 
125 
126 
128 
129 
130 
132 
133 
134 
136 
W--> 137 
138 
139 
14 0 
141 
142 
143 
144 

14 5 
146 
147 
149 
.15 0 
151 
152 
154 
155 

15 6 

15 7 
158 
159 

16 0 
161 
162 
16 3 
16 4 

16 5 
166 
167 
168 
169 

17 0 
172 
173 
174 
17 5 
177 
178 
179 



<220> FEATURE: 
<2 21> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<22 2> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<400> SEQUENCE: 



unsu re 
(41) 

unsure 
(54) 



unsure y 
(60) 
7 

ggcggttcgt tccagtggga ttaccggtaa 

ttctccctyt yggatacatt yytyaaaaay 
aaatcyacyt tattcatggc gatatcacya 
ccaattcctc cctgatgggt ggtggcgggg 
ctcaactcct tyaagcatyc aaaaccytgc 
atgctgttat tacycttgcg ygcgatctcc 
ccgtctggca cggtgycgac ogccatgayy 
gcatycygct tgcgycggat aacgggtata 
gggtgttcgg ctatccaaag gaagcygcag 
acctttccct caaacccatg ccgyaaaaay 
ccyacctgta tcaycggatt ttyaccycyc 
<210> SEQ TD NO: 8 
<211> LENGTH: 9 24 
<212> TYPE: DNA 

< 2 i 3 > ORGANISM: Enterobacter cloa 
<4 00> SEQUENCE : 8 
tccccctgca ttattgccac gctattcgcg 
cgctcgctgg agcaggccgt cgccgcaccg 
tggctgatcc tgctgctgat tgtcctttat 
accaccacct tcctgatccg cggcgtcggg 
aaaaccctgg ggctgttt.gc cacgatcgtc 
cgtctgtcgc tgttccgtgc tctgctgatc 
ygttactygc tgctgtcgat caccgacaag 
tttgaaaatc tgtgcggagg tatgggcaca 
tgcaataagt cattttccgc cacccagttl: 
cgcgtgtacg taggtcccgt cgcgggctgg 
tatctcttct cgytygtyyc ggctgtgccg 
acgctggaat atacccagcg gacggaacac 
taocggtttg ccctgcgtct gctgatggca 
gtactcatta tcaatgcgac gaccaccttg 
gcaggcgtgi: ttctcgccat cgtggytatc 
ctgcggaaaa cgcagatgac atga 
<210> SEQ ID NO: 9 
<211> LENGTH: 1005 
<2I2> TYPE: DNA 

<213> ORGANISM : Enterobacter cloa. 

<220> FEATURE: 

<22.1> NAME/KEY: unsure 

<222> LOCATION: (997) J 



ccgacgtttt 

ycgygttgca 
cgy tgcycy t 
tggacggtyc 
g tcagcagca 
cggccaaagc 
ctgagattct 
agacca tygc 
ctacgatcgc 
tcatttttgt 
gcayccagyc 



cctgaaccga 
ttccgggatt 
aayctcgycy 
tttgatgcgg 
ggcgcgctgt 
ttcygcatcc 
catatyatca 
gcggcatttg 
gccctgctct 
tttgttgaag 
gggatttta t 
ttcatyccgc 
gg t.tg tcttg 
tcgettcctt 
ctgaccggtg 



nttcgeggea 

gagygtgttt 
tgacgtgatc 
cattcaccyg 
gggagag tyc 
ggtgatccat 
ggagcaggcg 
gttccccgcc 
cgtgaa tacc 
ctgtttcgat 
a ttttga 



gcgatgtgat 
tctttggtcg 
acgctttcgc 
gggaggtegg 
aeggeggegt 
ttcaygycyc 
geatggegae 
tcgccctgct 
ctgccctctc 
cccacggctg 
tgttgctggt 
gcacgyaata 
cgc tggtagt 
ttyaaaccca 
ggatgctgga 



gttnttctcn 

a tyayacege 
ytcaacgcag 
gccgcaggcc 
ccgccyyygc 
accgttyyac 
tategtaact 
attagcaccg 
gttta tea at 
gagcacaccy 



tccgtttccc 
caataatgee 
ca tgagtct.g 
cgtggtgaac 
attgatgeag 
ttcyaatyce 
gyegytatte 
gatgaegctg 
agecg teggg 
gecgacattt 
ctytcgccag 
tcaggctgcc 
gtggctcgcg 
getgettgat 
tttcatgtca 



60 

120 
180 
240 
300 
3G0 
420 
480 
54 0 
600 
647 



60 

120 

18 0 

24 0 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

924 



file://C:\CRF3\Outhold\Vsrl25269 1 C.htm 



1/28/00 



Page 4 of 9 



RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/2 52 , 69 1C 



DAT 15 : 11/28/2000 
TIME: 12:05:30 



Input Set : D:\Pat9903.pto 

Output Set: N:\CRF3\11282000\I252691C.raw 



181 <400> SEQUENCE: 9 

182 atggctaatt atactgtaga tgaatttatt attcagctag 

183 aagaatcttc aaaagctcga aagcagaact cttaaaytag 

184 ctcaaccgtg cattcacacc aaagggtgat tttggaagag 

185 gcatcaaaac aaattaaccg tgeattttca aagagcatga 

186 tcctctgtga aatctgtaga gaatgctgct aaggcttctg 

187 tatcaggacg cttacggggc taaaggaaaa ggecgctcaa 

18 8 ccacaaggca gayyctcaga tttaacagcc yctaattcaa 

189 cagttctatt cgaatctgac aagacgctta yayggtatgg 

190 gcgatgaaat tacgccagca ggttcacgga ttgagagatg 

191 yccagtttga atcaattccy tttagcatta cgtgcagcca 

192 ycttctcaga accgtaaacei ygtatctaat ycagaagggt 

193 ctggtaagcg tttcagcggc gttatacggg acatttgaag 

194 acaggtgtag cccgtgaagg tgtgaatctc tctgctgaag 

19 5 aaaaatgcta ayacattcyc gyctcaytte tctgaccaaa 

196 accttgaaac agtacactgy ctttgctgcg ggtgctcaga 

197 acacaygact tctataagaa tgctgctgta ttcggtcjgta 
W--> 19 8 cagcgtacag gcatcatgat tttcaccagc cgcgcgnggt 

200 <21.0> SEQ ID NO: 10 

201 <211> LENGTH: 1170 

202 <212> TYPE: DNA 

203 <213> ORGANISM: Ent.erobac te r cloacae; 

205 <4 00> SEQUENCE: 10 

206 aacaagctaa attccggcat; aagacgagtt ttaacgggcg 

207 agatatctgg ttcgggagac yctgaagayc caactggcga 

208 atctttttct gtcagaagct ggt.caygatic ctcggcgcgg 

209 acgaatctgg tyctttccct gctcgggctt ggcgtgccgg 

210 ccyttaagcc tgttccttgg tctgctgatg accctgggta 

211 atcaccgtga tycatgcctg cggcctcagt aaagccgtac 

212 ctggcgctgt ttacgggcat tgttgccgcg gttaacgtca 

213 t:ct:cgtcat;o aggatgaggt gctggcggaa gcaaaagcta 

214 gcycaggggc ayttccagca gycgaccgac ggtaactccg 

215 yatggcaacc gcttcaatga cgtgtttctt gctcaactgc 

216 ccLtctgtgg tggtggcgga ctccgytcag ctgtctcagc 

217 gtcacgctga acaaaggaac gcgtttcgaa ggcacggcta 

218 accgatttcc agaactacca ggccatcatt gttcatcagg 

219 gatactgagc agatggatat gcgcacctta atgaataccg 

220 yaactgcact ggcgtatcac gctggtattc accgtattta 

221 ccgctgagcg tgytgaaccc gcgccagggc cgcgtgct.gt 

222 ctgtatctgg tgttcttcct gctgcaaacc teaatcaagt 

223 attgacccga tgatctggac ctgggtcgtg aatggtttgt 

224 ctcaacttgt gggacacggt gcctgtgcgt cgtcttcgtg 

225 t:ct;tcaccac ggggtggaag gaccgcgtcg 

227 <210> SEQ TD NO: 1:1. 

228 <211> LENGTH: 756 

229 <212> TYPE: DNA 

230 <213> ORGANISM : Enterobacter cloacae 
23 2 <220> FEATURE: 

2 33 <221> NAME/KEY: unsure 



gctttaacga 
ctgaacgaat 
taatttcttc 
attttgatga 
caaaacgca t 
a tccaccagc 
tccg ttcact 
gtt-caactgg 
atgctttagc 
ctgatagcgc 
tatcaagctc 
ccg tccgtaa 
ctgtctttaa 
tcggacaggg 
attcgttagg 
ttcy tgggct 
cataa 



tatttaaagt 
tcctctttat 
egg ttgatgg 
aaa tggegea 
agctctatac 
tggtaaaagc 
tgtgggcggg 
acccggggct 
tgctgtttat 
geccgaaagg 
gtaaagaegg 
tgc tgegega 
ccgtcgcgct 
ataccgatcg 
tga tggeget 
cga tgetgee 
etaaeggegg 
atetgetget 
cccggtttac 



aaccg tttca 
tyaaaayaa t 
agcaaataac 
agctggtaaa 
taaggataty 
ageeggaaag 
cgctaatact 
acaagcaagg 
caa tccotca 
gtctaaatgy 
cttcgytcy t 
ggtggttgaa 
agggcaa teg 
tgtcactgay 
ctatcagggt 
tyatgctgaa 



gataatcata 
cctccttctg 
cgaaa tccca 
get La tec tg 
cgaaagtgaa 
ageca tggtg 
gccgacctcc 
ggcggcgctg 
egaaagegtc 
taacgotegg 
ctctcaggtt 
ettcegta t;t 
cga tc caa eg 
tgcgcgtgct 
gatggtggt t 
agega tgctg 
gaaaggaaaa 
ggcagtcgga 
gcgtaaagga 



60 

120 

.180 

240 

3 00 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1005 



50 

12 0 

180 

240 

300 

360 

420 

480 

54 0 

600 

66 0 

720 

780 

840 

900 

960 

1020 

1080 

114 0 

1170 
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W 



234 
236 
237 

23 8 
239 
240 
241 
242 

24 3 
24 4 
24 5 
246 
247 
248 
249 
251 
252 
253 
2 54 
256 
2 57 
2 58 
260 
261 
262 
263 
264 
265 
266 
267 
268 
269 
270 
271 
272 
273 
274 
275 

W--> 276 
278 
279 
280 
281 
283 
284 
285 
286 
287 
288 



<22 2> LOCATION: (672) 
<400> SEQUENCE: 1.1 

cgtgagcgga ccaacgggqa caccatgact ctgccctctt 
ctgccygcga caggccagtc ggctggcctg yactacggcc 
atggcccggc actacaccga gctgccaaaa tatctyctyg 
ctgcactttg ttcaggactg gggtcagcac gcttttttta 
gcacgcctqa acgaaggcct tgccctgaga cggcgtgact 
ccgcatgtcg ttcttcgcac cgccaaacag cggcgtgccg 
ggaaaaagtg ccaaccgggt ggtgccgtta tcygacccyg 
cygctgttcg ccagcacgaa ggagcagttt gaagatgatc 
gcgcaaccgg tgtggaatgt ttccgaccgg acggtgcgta 
qatgccgcgg atcgtgacqg cgtcagactg agcatcgacg 
cacagttttg caatgcacct tttatatgyc cacgttcacc 
ctggggcatg anaagtttga gagtactgag gtctatacga 
gctgccagtc agcagctgcg cttcaccctc gataca 
<2.10> SEQ ID NO: 12 
<211> LENGTH: 951 
<212> TYPE: DNA 

<213> ORGANISM: Enterobacter cloacae 
<220> FEATURE: 
<221> NAME/KEY 
LOCATION 
SEQUENCE 



ttattaacgc 
gcgcgctttc 
ctccggaagt 
a tacgttatg 
ttcaccttaa 
gcggcggccg 
cctatgtcga 
cga ttacagg 
actygctgg t 
tcagccccca 
ctaaggtact 
aaatatttgc 



ctcccctgcc 
gctacgcgaa 
ggccgyactg 
gaataccggg 
cgagagca tt 
tccgcgtaag 
tgagatgcgc 
cga a eg teg c; 
ccgggcgact 
tace ttcegg 
ccagggtctg 
getcgaegtg 



<222> 
<400> 



( 937 ) 
12 

aatgccactg gcaaacatct gecagaggge ggtgtttgca 
tetaatgecg ctatgaagtt aaatgaaaca tcttctgatg 
cttetttccc eggatyttat aaagttaaaa cattatgtgg 
gttct.agcaa aggacctttt tygtattcca gaaatggatc 
ttcaaaacta aaacctcgta tcgagctecg ctgaacaaag 
ataettgaac aagtggttaa actgettatc agtceggata 
aaaggtgagt ccggttctgg caagactgaa atggtaatgt 
tggccgctga caattaagca gatcaacagc aatattcgag 
cgcagtetta atggtggtaa tacaggtttt gtacacagcg 
aatggtcacc tcattcttct ggatgaagtg gacaaaatcg 
cttcacatgc ccattgaacg taagccctgg tcaetcagtg 
actgetaatg getacaegeg atttattggt actgeaaaca 
cgccggttcg tttcttctca aegtcaagat gcagctttta 
gaaatggaga agcccgacaa agttgcttta accaatgtgc 
ttgectttte aggtcattga gaagttcgta agagtagega 
acagaagaca gtgtgatgga tattegtcaa ttagtanctt 
<210> SEQ TD NO: 13 
<211> LENGTH: 519 
<212> TYPE: DNA 

<213> ORGANISM: Enterobacter cloacae 
<4 0 0> SEQUENCE: 13 

gtcctagagg tgaaaactgc ccagatgggg catgaaagca 
gaaaacctga attacgeggt tgaaaactta gtgccgacgt 
caacagcaat ccgccgcact tggcagaacg gcaacgcaac 
gecaatctgg tatacggtgg tgagtgggga aaagaacacc 
gatggctgya aatatcyegg tcgtgggctg aaacagatta 



ttttaccgga 
ctta tgaaaa 
ataaaggtga 
caaaga tggc 
ac tacatacc 
tagatttaag 
aca ttageca 
Ltgatgagct 
a tttggtaac 
atectgatac 
ctaatggtgg 
caaacatgag 
taaagcggtt 
ttactaaacg 
ttgcagtaaa 
gggttggcac 



gttaaaaa tg 
a ttagaagct 
gtatctttta 
tgtgcctgtt 
aaatccccga 
tgtgtgtett 
catgatgaat 
tgaaggtgag 
ggga tttcgt 
ggcagcaaaa 
tgaggtta ta 
tggaggeget 
cttga tagtt 
a tatagctct 
tgactc tggt 

g 



60 

.12 0 

180 

240 

300 

360 

4 20 

480 

54 0 

600 

660 

720 

756 



ccagatttac ccggctggtg 

tcggcagcca ccgcatcact 

cggcaaacca gaaagegate 

ttggcaatca ggtcgctggt 

ccggcctgag caactatcgc 



60 
120 
180 
24 0 

3 00 
360 

4 20 
480 
540 
600 
660 
720 
780 
840 
900 
951 



60 

120 

180 

240 

300 



J± 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/2 52 , 6 9 1C 



DAT E: 11/28/2000 
TIME: 12:05:31 



input; Set : D:\Pat9 9 03.pto 

Output Set: N:\CRF3\11282000\I252691C.raw 

L:56 M:258 W: Mandatory Feature missing, <223> not round for SEQ IDS: 2 
L:56 M:340 W: (46) "n" or: "Xaa" used: Feature required, for SEQ IDS: 2 
L:137 M:258 W: Mandatory Feature missing/ <223> not found for SEQ 1DS:7 
L:137 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS : 7 
L:198 M:258 W: Mandatory Feature missing, <223> not round for SEQ IDS: 9 
L:198 M:340 W: (45) " n " or "Xaa" used: Feature required, for SEQ IDS : 9 
L:248 M:258 W: Mandatory Feature missing, <223> not found for SEQ 1DS:11 
i:248 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 11 
L:276 M:258 W: Mandatory Feature missing, <22 3> not found for SEQ IDS: .12 
L:276 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 12 
L:561 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 14 
L:561 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 14 
L:562 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS:14 
M:340 Repeated in SeqNo=--14 

L:577 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 15 
L:577 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ IDS: 15 
L:611 M:258 W: Mandatory Feature missing, <2 2 3> not found for SEQ IDs : 16 
L:611 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ IDS : 16 
L:641 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 17 
L:641 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS; 17 
L:670 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 18 
L:670 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 18 
L:724 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 22 
L:724 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 22 
L:816 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 28 
L:816 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS : 28 
L:904 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 32 
L:904 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 32 
L:974 M:258 W: Mandatory Feature missing, <223> not found fox" SEQ IDS: 36 
L:974 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 36 
L:118 8 M:258 W: Mandatory Feature missing, <2 23> not found for SEQ IDS: 49 
L:1188 M:34() W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 49 
L:1233 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS : 52 
L:1233 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS : 52 
L:!327 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS : 57 
L:1327 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ IDS: 57 
L:1369 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 60 
L:1369 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 60 
L:14 23 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 62 
1:1423 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ IDS: 62 
L:1458 M:258 W: Mandatory Feature missing, <223> not found for SEQ I"DS:64 
L:14 58 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 64 
L:1577 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 72 
L:157 7 M:340 W: (4 6) " n " or "Xaa" used: Feature required, for SEQ IDS: 72 
L:1581 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS: 72 
M:340 Repeated in SeqNo=72 

L:1610 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDS ; 74 
L: 16.10 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 74 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/2 52 , 6 9 1C 



DATE: 11/28/2000 
TIME: 12:05:31 



Input Set : D:\Pat9903.pto 

Output Set: N:\CRF3\11282000\I252691C.raw 



16G1 M:258 W 
1661 M:340 W 
1890 M:258 W 
1890 M:340 W 
2101 M:258 W 
2101 M:340 W 
2.118 M:258 W 
2118 M:340 W 
2166 M:258 W 
2166 M:340 W 
2194 M:258 W 

2194 M:340 W 

2195 M:258 W 
340 Repeated 
2 3 68 M:258 W 
2368 M:340 W 
2562 M:258 W 
2 562 M:340 W 
2657 M:258 W 
2 6 57 M:340 W 

2 675 M:258 W 
34 0 Repeated 
2676 M:258 W 
2827 M:258 W 
2827 M:340 W 

2859 M:250 W 
28 59 M:340 W 

2860 M:258 W 
34 0 Repeated 
3073 M:258 W 

3 0 7 3 M : 3 4 0 W 
3096 M:258 W 
•3 096 M:340 W 
3178 M:258 W 
3178 M:340 W 
3 29 5 M:258 W 
3295 14:340 W 

3297 M:258 W 
34 0 Repeated 

3298 M:258 W 

3299 M:258 W 
3346 M:258 W 
3346 M:340 W 
3526 M:258 W 
3526 M:340 W 
3 529 M:258 W 
340 Repeated 
3 53 0 M:258 W: 
3699 M:340 W: 



Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Ma n d a t or y Feat u r e 

in SeqNo-103 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(46) u n" or "xaa" 
Mandatory Feature 

in SeqNo-127 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 

in SeqNo«135 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Mandatory Feature 
(4 6) "n" or "Xaa" 
Ma n d a t ory Feat u re 

in SeqNo^.156 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 

in SeqNo=--160 
Mandatory Feature 
(46) "n" or "Xaa" 



missing., <223> not found Cor SEQ IDS: 75 
used: Feature required, for SEQ IDS: 75 
missing, <223> not found for SEQ IDfi:88 
used: Feature required, for SEQ IDS : 8 8 
missing, <223> not found for SEQ IDS : 10 0 
used: Feature required, for SEQ iDS:10u 
missing, <223> not found for SEQ TDD: 101 
used: Feature required, for SEQ IDS:! 01 
missing, <223> not found for SEQ IDS : 102 
used: Feature required, for SEQ IDS: 102 
missing, <223> not found for SEQ IDS: 103 
used: Feature required, for SEQ IDS: 103 
missing, <223> not found for SEQ IDS: 103 

missing, <223> not found for SEQ IDff:113 
used: Feature required, for SEQ IDS: 113 
missing, <223> not found for SEQ IDS: 122 
used: Feature required, for SEQ IDS : 12 2 
missing, <2 23> not found for SEQ IDS:.! 2 7 
used: Feature required, for SEQ IDS: 127 
missing, <223> not found for SEQ IDS: 127 

missing, <223> not found for SEQ IDS: 127 
missing, <2 23> not found for SEQ IDS: 134 
used: Feature required, for SEQ IDS: 13 4 
missing, <223> not found for SEQ IDS:.L3 5 
used: Feature required, for SEQ IDS: 135 
missing, <223> not found for SEQ IDS:! 3 5 



missing, <223> 
used: Feature 
missing, <223> 
used : Feature 
missing, <223> 
used : Feature 
missing, <2 23> 
used: Feature 
missing, <223> 



not 
requi 

not 
requi 

not 
requ 1 

not 
requi 
not 



found 
red, 
found 
red , 
found 
red , 
found 
red , 
found 



for SEQ 
for SEQ 

for SEQ 
for SEQ 

for SEQ 
for SEQ 

for SEQ 
for SEQ 

for SEQ 



IDS : 14 8 
IDS : 14 8 

IDS : 149 
IDS : 14 9 

IDS : 15 2 
IDS : 152 

IDS : .156 
IDs : 156 
IDS : 156" 



missing, <223> not found for SEQ IDS:. 1 56 
missing, <223> not found for SEQ IDS: 156 
missing, <223> not found for SEQ IDS: 158 
used: Feature required, for SEQ IDS:. 158 
missing, <223> not found for SEQ IDS: 160 
used: Feature required, for SEQ IDS: 160 
missing, <223> not found for SEQ IDS: 160 

missing, <223> not found for SEQ IDS: 160 
used: Feature required, for SEQ IDS: 161 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/252, 691C 



DATE: 11/28/2000 
TIME: 12:05:31 



Input Set : D:\Pat99 03.pto 

Output Set: N:\CRF3\11282000\I252691C.raw 

M:3#0 Repeated in SeqNo=161 

L:4214 M:340 V 1 ?: (46) " n " or "Xaa" used: Feature required, for SEQ IDs: 18 9 
L:4231 M:340 W: (46) " n " or "Xaa" used: Feature required, for SEQ IDfc:190 



REDF1VED 

DEC 152TO: 

IHH CENTER 1600/2900 
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